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Plasma membrane
1. Components
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3. Properties
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Structure
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Properties

Highly Selective filters
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Fluidity

Lateral diffusion

Properties

S

MOUSE %
CELL
g

b

membrane
protein

‘I

By
o=
[ 4

.

o

. J‘

\
membrane
CELL :
%SION protein

HUMAN
CELL

' HETEROCARYON

bd ]
Al iy

®
e .
®

antibodies ( A )
against mouse
membrane
protein, labeled
with fluorescein (e) o®%

o=

" .
time = 0 minutes ¢ ‘f
[ ]

° 9

*af

o ®

time = 40 minutes ® f

=]
L ]

L ]
i 'Sq %T ? »
.,(--‘ Y

%

S <
27e
antibodies (~)
against human
L. e Membrane

- protein, labeled
W.¢ with rhodamine (®)

%
INCUBATION AT 37°C

o
Yy




Properties

Fluidity

Restricted lateral mobility

protein A

" p 800t ot |
%tlght

pical plasma junction
&

membrane -

ateral plasma protein B

e
;
embrane e
asal plasma -

embrane \ o

¢V &%

basal lamina

Cytoskeleton




Compartmentation
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Compartmentation
1. Extracellular space
2. Cytosol
3. Endoplasmatic reticulum

4. Organelles




Compartmentation
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Compartmentation
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Compartmentation
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Compartmentation
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Compartmentation
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Compartmentation
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e Transport
1. Difussion
2. Passive

3. Active
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Passive transport
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Active transport
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Transport between compartments
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* [mprecisions
1. Complexity and randomness
2. Sources of Imprecision

3. Modelling: Na/K Pump
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Sources of Imprecision

Transpdited itoiecules

Physicochemical conditions
Transport systems




Sources of Imprecision

Transport systems
Transported molecules
Membrane properties

Physicochemical conditions




Modelling Na/K pump
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Modelling Na/K pump




Molecular chaos
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